The complete mitochondrial genome of Boer goat (Bovidae; Caprinae).
In this study, we sequenced the entire mitochondrial genome of Boer goat. The mitogenome was 16,639 bp in length, comprised of 22 tRNA genes, 2 ribosomal RNA genes, 13 protein-coding genes and 1 putative control region. Almost all genes were encoded on the H-strand except the ND6 and eight tRNA genes. Most of the genes initiated with ATG, whereas ND2, ND3 and ND5 started with ATA. The total base composition of the mitogenome was 33.53% for A, 26.05% for C, 13.12% for T and 27.30% for G. These results provide a standard reference sequence for phylogenetic analyses among goats.